Cytb

1140 n.o.

Marepuaj 1 METOAbI

UccaenoBannpie | Hamwm | Jlangele | PHIOreHeTHYECKHH aHAIM3:

-MCTO/ OIKAMIIIETO CBI3BIBAHUS

BU/IbI aHubie | [ enbanka . i
2 ! (neighbor-joining, NJ)

lalpa europaea 96 15 -METOJ MAaKCUMAaIbHOMN SKOHOMHUH

(maximum parsimony, MP)
-METOJl MAKCUMAJIbHOTO

lalpa romana 2 118

lalpa caeca 3 4 IIPaBIONoA00us

(maximum likelithood, ML)

1alpa stankovici 3 9

Talpa altaica 19 3 duioreorpapuueckKkui

Mogera robusta 45 7 AHATH].
-reHeTH4eCcKoe pazHooopaszue (m, H)

Mogera wogura - 31 -TECTHI Ha HEUTPAIILHOCTh

Mogera kanoana _ 12 (Tajima's D, Fu's FS Tectsl)

-pacrpeneaeHue MmonapHbIX

Bcero 168 199 mucranmuii («Mismatch distributiony)

-MCIMaHHasA CCTh
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CTaTUCTHUKA C Uranus 1 Utanus
N o0pa31oB 13 13
N ramnioTumnon 8 5
ts/tv 14/10 7/0
H 0.8590 +/- 0.0886 | 0.7051 +/- 0.1220
T 0.0051 +/- 0.0029 | 0.0013 +/- 0.0009
S 24 7
Tau 11.01367 0.00000
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. ts/tv 27/1 26/30
4 1 0.9848 +/- 1.0000 +/-
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S 27 56
Tau 9.13477 13.24219
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dunoreorpadusa M. robusta

Mogera robusta
1.0\1004 Far East

China
S Korea

1ouon| | Lo Mogera wogura
“Kinki-Tokai"
1099 g Mogera wogura

“Chugoku-Shikoku”

0m4 Mogera wogura
’ “Kyushu”

Mogera imaizumii

Mogera insularis

. Mogera tokudae
A b ' '
0.050
JTokanuteTbl 06pasLoB Ana MonekynapHoro (A) n dunoreHeTn4eckoe OepeBo,

mopdomeTpuyeckoro (b) aHann3os. nocTpoeHHoe ML-meTonom no cytb.



AVA 14-210
dunoreorpadusa M. robusta |4
AVA 12-198
[17/1990
LN111104
|—11-1
| AVA 16-262
AVA12-128
706
127
LN111102
270

AVA 16-151
AVA 16-150

AVA14-230 | Mogera robusta
|, AVA 16-112
AVA 16-137
AVA 16-180
606
607
AVA 16-152
L AVA 16-161
2147

707
Pes3ynbrathl aHanuaa Structure no 12 goparmMeHTam 3K30HOB. | LN111103

cor 2227
1.0/100 6o 8569
- cor 6345

Mogera wogura
— - Mogera imaizumii
Mogera insularis

1.0/87]

Far East S Korea China

—0.0020

dunoreHeTn4eckoe gepeBo, NOCTpoeHHoe ML-meTogom
no 12gpparmeHTam 3K30HOB.



dunoreorpadgpusa M. robusta
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MeawnaHHas ceTb rannoTtunoB ans M. robusta no aHannay 1140 n.H. cyt b.

JIOKQIUTET o6o3nauenue | N oOpasioB | rammorun

HOxHbI11 XacaH 37 H1, H4, H5, H10, H16
CeBepHbIll XacaH 11 H4, H5,H11, H15, H17

CB IIpumopse 7 H2

CuxoTd-AJNNHCKUI 3aII0BETHUK 11 H2, H8, H9, H12, H13, H14
JIa30BCKMil 3aII0BETHIK 11 H2, H3, H9, H18
YcecypuiicKkuit 3armoqHuK 10 H6. H7, H8, H19

IOxnas Kopes 12 H1, H21-H30

Kuraii 3 H1, H20




R |
10 | 8 6 | 4 '
Miocene .
Pliocene Q
Late

BpemeHHasi Wkana KpynHbIX cobblTuiA aMBepreHuun B poge Mogera

éEuroscaptor mizura
éIVIogera imaizumii
éIVIogera wogura
él\/logera robusta
IVI r. coreana

.Mogera insularis

Ha OCHOBaHMW KOHKaTeHUpPOBaHHOW nocriegoBarteribHocTn 12 saepHbix reHos (BEAST).



Samples size

108 samples (our own and from Genebank)
* Nfrom1lto15

R,

e 421 Cyt b sequences (>1000 bp)
e 278 haplotypes



Median-joining haplotype f
network after star contraction
procedure
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Haplotype distribution
In Sorex araneus area




Haplotype distribution
in Siberia
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Haplotype diversity decreases from west to east
(Spearman's rank correlation coefficient,
r=-0.52, p<0.05)

Decreasing of genetic diversity



Genetic landscape shape (GLS) interpolation
plot (genetic heterogeneity visualization)
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_ Decreasing of genetic diversity from west to north



Mismatch distribution and sudden expansion model Substitution rate
18,3% per my

Tau (from sudden expansion model) = 5.6
Expansion occurred about 12800 years ago (19300-6200)
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10000 - r \ SSD | 0.00057 1
Model (SSD) p-value  0.13000
w0 | Raggedness index 0.01300
Raggedness p-value  0.30000
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Substitution rate
18,3% per my

Bayesian Skyline Plot

Expansion occurred about 11400 — 7600 years ago
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Time

0123456



Substitution rate
18,3% per my

Mismatch distribution and sudden expansion model

Expansion in Europe occurred about
13100 (20800 — 7800) years ago




Substitution rate
18,3% per my

Mismatch distribution and sudden expansion model

Expansion in Siberia occurred about
8800 (28400 — 1600) years ago




Substitution rate
18,3% per my

Bayesian analisys: IMA

Divergence “Siberian” haplotypes
in Siberia and Fennoscandia occurred 7300 years ago




